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Address (work):	Agricultural Biology
		C206 Plant Sciences Bldg
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Ft. Collins, CO  80523-1177

Telephone:	970-491-2924 (work) 	970-227-9702 (cell)
FAX:		970-491-3862
Email:		Jan.Leach@colostate.edu

Education:
B.S.	1975	Microbiology, With Honors, University of Nebraska, Lincoln
M.S.	1977 	Microbiology, University of Nebraska, Lincoln, Advisor:  Dr. E. Martin
Ph.D.	1981 	Plant Pathology, University of Wisconsin, Madison, Advisor:  Dr. L. Sequeira

Employment:	
	2024-	College of Agricultural Sciences Distinguished Scholar
	2015-2023	Associate Dean for Research - College of Agricultural Sciences
	2007-	University Distinguished Professor, Colorado State University
	2004-		Professor, Agricultural Biology, Colorado State University
1998-2004	University Distinguished Professor, Kansas State University
1998-2010	Adjunct Scientist, International Rice Research Institute, Los Baños, Philippines
	1995-2004	Professor, Department of Plant Pathology, Kansas State University, Manhattan
	1990-1995	Associate Professor, Dept Plant Pathology, Kansas State University, Manhattan  
	1984-1990	Assistant Professor, Dept Plant Pathology, Kansas State University, Manhattan  
	1981-1984	Post-doctoral Fellow, Dept Plant Pathology, East Malling Research Station, Kent, UK  

Professional Recognition and Service (since 1990):
[bookmark: _Hlk157771930]2024	Lee Sommers Agricultural Sciences Distinguished Career Award
2024-2025	Chair: 2025 NAS Prize in Food and Agriculture Sciences selection committee.  
2024-	Scientific Advisory Board, Plant Resilience Institute, Michigan State University
2023-	Scientific Advisory Board, Danforth Plant Science Center
2023-	Member:  Organizing Committee for the 2024 NAS U.S.-Israel Blavatnik Forum on ‘Improving crops in the face of climate change: precision breeding, genetic engineering and pathogen control’.
2023-2024	Member, 2024 NAS Prize in Food and Agriculture Sciences selection committee
2023-	Immediate Past President, Executive Council, International Society of Plant Pathology 
2021	Elected Member, National Academy of Sciences
2021-	Member, Organizing Committee for Plant and Animal Genome meetings
2020	Award of Distinction, American Phytopathological Society
2020 & 2021	Panel Manager, USDA NIFA Emergency Citrus Disease Research and Extension Program
2019-	Scientific Advisory Board, Trace Genomics
[bookmark: _Hlk34294266]2019	Agropolis Fondation Louis Malassis International Scientific Prize for Agriculture and Food for Distinguished Scientist
2019-2022	Chair, CSU University Distinguished Professor group
	2018-2023	President, International Society of Plant Pathology
2018-2021	International Scientific Advisory Board, Institute of Plant Protection, Chinese Academy of Agricultural Sciences, Beijing
[bookmark: _Hlk34295188]2017--		Scientific Advisory Board, CIBUS
2017--	Scientific Advisory Board, GATES project: Genome editing for rice disease resistance (Healthy Crops)
2017-2023	Member, Board on Agriculture and Natural Resources, National Academy of Sciences
2017--		Member, Board of Directors, Phytobiomes Alliance, an international, nonprofit  
2016-2020	Noble Foundation Plant Biology Division Non-Resident Fellow
2014-2021	Member, RICE Oversight Committee (formerly Global Rice Partnership Science Oversight Committee, GRiSP-OC), (2014-18)
2015-2021	Co-Editor (with Steven Lindow), Annual Review of Phytopathology
2012-2017	Member, National Science Advisory Board for Biosecurity (NSABB) 
2011--2020	Member, Scientific Advisory Board, Keystone Symposia (ad hoc member 2009-10)
2010--		Executive Council, CSU School of Global Environmental Sustainability (SOGES)
2016--2017	Member, Joint BioEnergy Institute Advisory Committee 
[bookmark: _Hlk34295343]2016-2020	Member, Stakeholder and Scientific Advisory Council, USDA-NIFA funded project “Developing an Infrastructure and Product Test Pipeline to Deliver Novel Therapies for Citrus Greening Disease”
2016		Citrus Research Board HLB External Scientific Review Panel
2015-2016	Member, Plant User Advisory Board, Joint Genome Institute (JGI)
2014		Member, Review team for the Department of Energy Joint Genome Institute (Dec 7-10)
2014-2015	Member, Search Committee for the CSU Dean of Agricultural Sciences
2014-2016	Member, CSU Vice President for Research Advisory Committee
2013		Panel Member, NSF Plant Genome Panel June 24-27
2012-2014	Visiting Scientist, High Level Foreign Expert Program, Institute for Crop Protection, Chinese Academy of Agricultural Sciences, Beijing (3 yr appt)
2011		USDA-NIFA Understanding Plant-Associated Microbes Panel member
2011-2016	Member, Pierce’s Disease/GWSS Research Scientific Advisory Panel
2010-2015	Chair, APS Public Policy Board (will serve through 2016 to direct Phytobiomes Initiative)
2010-2014	AAAS Section O Steering Committee Member
2009-2014	Associate Editor, Annual Review of Phytopathology
2009-2013	Chair, Dennis Hoagland Award Committee, American Society Plant Biologists
2008--2016	American Phytopathological Society Public Policy Board, member
2007--2014	Associate Editor, RICE
2008-2013	External Evaluation Committee Research Core for Interdisciplinary Science (RCIS)-Okayama University, Japan
2008-2009	Chair, APS Ad Hoc Committee on International Collaborations
2006-2007	President, American Phytopathological Society, (Vice President 2004-2005, President-Elect 2005-2007; Immediate Past President, 2007-2008) 
2006-2007	Chair, AAAS Section O (Agriculture) (Chair-elect, 2005-2007)
2006-2009	Member, American Society for Microbiology Committee on Agriculture and Food Microbiology (Policy committee)
2004		E.C. Stakeman Award in Plant Pathology, U. MN 
2004-2009	Executive Advisory Committee:  US-RICECAPS project (USDA-NRI funded initiative)
		2004-2008	Associate Editor, Journal of General Plant Pathology
2003-2004	Chair, National Research Council (NRC) Committee on California Agricultural Research Priorities: Pierce’s Disease
	2002		Fellow, American Association for the Advancement of Science
	2002-2007	Editorial Committee, Annual Review of Phytopathology
	2002-2008	Honorary Scientist, Rural Development Administration of Korea (Advisory position; reappointed total 6 yr)
	2002-2003	Chair, Targeted Excellence Working Group, appointed by Provost, KSU
	2001-2007	Member, American Phytopathological Society Public Policy Board (committee
		that responds to/promotes legislation/policy related to science)
	2000		Fellow, American Academy of Microbiology 
	2000-2001	President, University Distinguished Professor Group, KSU
	2000-2004	Advisory Board Member, US Rice Genome Sequencing Project 
	1999-2001		President, International Society-Molecular Plant-Microbe Interactions
	1999-2003		Member, Senator Pat Robert’s Task Force on Biotechnology
	1999		Irvin Youngberg Award, Higuchi Endowment & the Univ. Kansas Endowment 
1998-2000	Editor-in-Chief, Molecular Plant-Microbe Interactions
1998-		Appointed Adjunct Scientist, International Rice Research Institute, Philippines
1998		Fellow, American Phytopathological Society
1998		Visiting Professor, University of the Philippines, Los Baños, 3 wks
1998-2004	Executive Board of Directors, Kansas State University Research Foundation
1997-2004	Board of Directors, Kansas State University Research Foundation
1997-2001	Member, American Phytopathological Society Council (governing body)
1997-2002	Member, Kansas State University Patent Advisory Committee
	1996-1999	President-Elect for International Society-Molecular Plant-Microbe Interactions 
1996-1997	Commerce Bank Distinguished Graduate Faculty Award, Kansas State University
1996-2000	Advisory Board, Plant Biotechnology Center, Kansas State University
1996		Distinguished Graduate Faculty Award, Kansas State University
	1996		Panel Manager, USDA-CRG program (Plant Pathology)
1996-1998	Plant Biotechnology Center Steering Committee, KSU, member
	1995-2003	Member Board of Directors, International Society-Molecular Plant-Microbe Interactions
	1995-1998	Senior Editor, Molecular Plant-Microbe Interactions
1995-2001	Member, External Advisory Panel for CEPRAP, an NSF-funded center at UC-Davis
	1995		Panel member, USDA-CRG program (Plant Pathology and Weed Science)
	1994		Visiting Professor, University of the Philippines, Los Baños, Philippines, for 2 months.
	1993-1996	Member, Biochemistry, Physiology, and Molecular Biology Committee for American Phytopathological Society.
1993		Panel member, DOE Biosciences
1993-1994	Provost's Task Force for Achieving University-Wide Aspirations, Research Committee
1993-1994	KSU Standards and Policy Subcommittee
1992-1997	Member, NSF-EPSCOR Faculty Advisory Committee, Kansas
1992-1997	Editorial Board, Rice Biotechnology Quarterly
1992-1993	Chair, NCR-169 Committee on Detection, Ecology, and Management of Pathogenic and Beneficial Bacteria Associated with Plants, member for 5 yr
1991-1992	Kansas State University Biological Science Subcommittee
1991-1994	Associate Editor, Molecular Plant-Microbe Interactions
1991		Panel member, Molecular Plant Pathology panel, USDA Competitive Research Program 
1990		Chair, Bacteriology Committee, American Phytopathological Society; member for 5 yr 

Professional Society Memberships (current):
American Phytopathological Society (APS)
American Society of Plant Biologists (ASPB)
American Society of Microbiology (ASM)
American Association for the Advancement of Science (AAAS)
International Society for Molecular Plant-Microbe Interactions (ISMPMI)

Teaching Experience (examples):

Molecular Plant-Microbe Interactions (Spring 2024; BSPM450/550)

New Tools and Perspectives for Advanced Crop Improvement: Meeting Challenges for Food Security. FFAR sponsored workshop.  Acquired funding, co-organized and taught. Oct 30-Nov 2, 2023.  CIAT, Cali, Colombia. 

Exploring Colorado Agricultural Systems (2022, 2023, 2024) Co-developed and taught.

Plant Bacteriology Fall 2023

Guest lectures:  Plant Bacteriology (2021) and Molecular Plant-Microbe Interactions (2022)

Advanced Crop Improvement:  Meeting the Challenges for Food Security Short Course. Lead the organization and teaching in NSF-funded 2 wk workshop, Oct 27 -Nov 9, 2019, AfricaRice, St Louis, Senegal.

Rice: Research to Production, Co-organized NSF-funded 3 week workshop, August 2015-2017, International Rice Research Institute, Los Banos, Philippines.

Elements of Plant Pathology (BSPM 361) Co-taught introductory plant pathology spring, 2014 (3 cr, spring semesters).

Co-developed and taught a collaboratively taught Internet delivered Molecular Plant-Microbe Interactions course. While at KSU, the course was taught with Oregon State and U. Nebraska-Lincoln (1999), Oklahoma State and U. Nebraska-Lincoln (2001), and Oklahoma State (2003).  After moving to CSU, this course was taught with CSU and OSU in the spring semester even years (2004-2014). This course involved real-time discussions and lectures with the students at the different universities using novel Internet 2 technologies. (3 cr, even years)

Plant Bacteriology (BI550B). CSU Bioagricultural Sciences and Pest Management.  (1 cr, odd years).

Co-taught Bioenergy Technology (Agr/Eng680). CSU with K. Reardon, D. Bush, K. Paustian. (2 cr, every year until 2014)

Co-taught Molecular Approaches to Current Plant Biology Research (BZ692). CSU Biology with J. Medford, D. Bush, and J. Vivanco (2005).

Co-organized and taught NSF-REU Molecular and Informatic Research Tools; with Dr. William Hsu, KSU. May-August, 2003.  Six undergraduate students (3 biology and 3 computer science/math majors) were selected from a pool of applicants from throughout the US for a summer research/class experience.

Coordinated and hosted summer research experiences for MS-level students from France 1998-2014.  Between one and three students each summer have developed research projects that resulted in small theses in my lab, and I have coordinated the placement of other students into other labs.  I have served on the Ph.D. committees in France for two students from this program who returned to France and/or entered Ph.D. programs.

Molecular Plant-Microbe Interactions (formerly, Plant Disease Physiology) (PLPTH910), Department of Plant Pathology, KSU.  A graduate-level course presenting current topics in the biochemistry, physiology, and molecular genetics of interactions between plants and pathogens.  Taught every other year since 1985. 3 cr.

Seminar in Plant Pathology (PLPTH870), Plant Pathology, Kansas State University.  A graduate-level course to help students develop skills involved in delivering research seminars;  coordinator for the 1996 academic year.

Hosted and supervised research projects for minority undergraduate students (part of KSU’s Summer Undergraduate Research Opportunities Program, SUROP) in 1997, 1998 and 2003.  

Guest lectures in courses taught at Colorado State University, University of Kansas, Kansas State University, Oklahoma State University, University of Nebraska-Lincoln, Auburn University, University of Lyon-1 (France), Ohio State University, and the University of the Philippines, Los Baños.

Training of Graduate Students and Post Docs:
	Ph.D.:		22 past, 2 current
	MS:		  14 past, 1 current
	Postdoc		22 past, 1 current
	Visiting scholars:	20 past, 0 current
	
	Number currently holding senior research positions (in industry or at international centers):  12
	Number currently holding faculty positions at universities:  10

Peer-Reviewed Research Publications (since 1980; *corresponding author):
[bookmark: _Hlk72237987][bookmark: _Hlk42069004][bookmark: _Hlk66111444][bookmark: _Hlk63686662][bookmark: _Hlk155876605][bookmark: _Hlk32497854]Leach JE, Martin F, JM Jacobs. 202_. Plant disease and resistance in a phytobiome context.  Encyclopedia of Agriculture and Food Systems, 3rd Edition (in review)
Manohar, M, A Sistenich, S Liu, S Baby, S Chen, A Kumari, E Luna, PM Manosalva, JE Leach, X Wang, A Kachroo, K Kogel, U Conrath, FC Schroeder, DF Klessig. 202_ A conserved nematode pheromone primes plant immunity. Commun Biol (submitted 12/24)
Lore, JS, D Pinili, D Bhatia, LR Balloyan, IP Navea, MS Hunjan, GS Mangat, R Singh, JD Platten, B Yang, JE Leach. FF White, CM Vera Cruz, V Schepler-Luu.  2025. Pathogen-based strategies for durable resistance in rice: Lessons from bacterial blight.  Annu Rev Phytopathol (submitted 11/24)
Zhang P, JC Huguet-Tapia, L Wang, B Yang, JE Leach, FF White.  202_.  Four genome assemblies of legacy Xanthomonas oryzae pv. oryzae isolated from Indian rice fields. (submitted 12/24)
Montgomery, Jacob S, Jan E. Leach, Stephen L. Young, Todd A. Gaines.  202_.  Using weedy traits in crops - part of a new Green Revolution. (submitted 12/24).
Vidaver AK, Leach JE, Mullin P. 2025. Phytopathology. In eLs, Encyclopedia of Life Sciences, Vol 2 Issue 12, John Wiley & Sons, LTD. https://doi.org/10.1002/9780470015902.a0029902
Singh BK, Delgado-Baquerizo M, Egidi E, Guirado E, Leach JE, Liu H, Trivedi P. 2023. Climate change impacts on plant pathogens, food security and paths forward. Nat Rev Microbiol 2:1–17. doi: 10.1038/s41579-023-00900-7.
Luna E, Lang J, McClung A, Wamishe Y, Jia Y, Leach JE*.  2023. First report of rice bacterial leaf blight disease caused by Pantoea ananatis in the United States. Plant Disease.107:7, 2214 doi: 10.1094/PDIS-08-22-2014-PDN
Bazany KE, Delgado‐Baquerizo M, Thompson A, Wang J, Otto K, Adair RC, Borch T, Leach JE, Trivedi P. 2022. Management induced shifts in rhizosphere bacterial communities contribute to the control of pathogen causing citrus greening disease. J Sustain Agric Environ. 1(4):275-286. doi: 10.1002/sae2.12029.
[bookmark: _Hlk83998525][bookmark: _Hlk72238140]Carrillo MGC, F Martin, M Variar, JC Bhatt, A. Perez-Quintero, H Leung, JE Leach*, CM Vera Cruz*. 2021. Accumulating candidate genes for broad-spectrum resistance to rice blast in a drought-tolerant rice cultivar.  Sci Rep 11:21502 doi.org/10.1038/s41598-021-00759-9
Tonnessen BW, AM Bossa-Castro, F Martin, JE Leach*. 2021. Intergenic spaces: A new frontier to improving plant health. New Phytol 232:1540-1548. doi: 10.1111/nph.17706.
Echeverri-Rico J, E Petro, PA Fory, GM Mosquera, JM Lang, JE Leach, JD Lobaton, G Garces, R Perafan, N Amezquita, S Toro, B Mora, JB Cuasquer, J Ramierez-Villegas, MC Rebolledo, EA Torres.  2021. Understanding the complexity of disease-climate interactions for rice bacterial panicle blight under tropical conditions.  PLoS ONE 16(5):e0252061. doi: 10.1371/journal.pone.0252061. 
Trivedi P, C Mattupalli, K Eversole, JE Leach*. 2021. Tansley Review: Enabling sustainable agriculture through understanding and enhancement of microbiomes. New Phytologist New Phytologist  230: 2129-2147. DOI: 10.1111/nph.17319.
Wang, L, HB Kaya, N Zhang, R Rai, MR Willmann, SC Carpenter, AC Read, F Martin, Z Fei, JE Leach, GB Martin, AJ Bogdanove. 2021. Spelling changes and fluorescent tagging with prime editing vectors for plants.  Front Genome Ed 3:617553. doi: 10.3389/fgeed.2021.617553.
[bookmark: _Hlk69461120]Diddi, N, L Lai, BP Brookbank, S Hussain, E Nambara, C Todd, M Nourimand, B Tar’an, D Song, L Holbrook, K Doshi, M Loewen, EK Luna, J Shipp, JE Leach, SJ Robinson, SR Abrams.  2021. 3’-(Phenyl alkynyl) analogs of abscisic acid: Synthesis and biological activity of potent ABA antagonists.  Organic & Biomolecular Chemistry 19: 2978-2985. 10.1039/D1OB00166C
[bookmark: _Hlk66111462]Koebnik R, D Burokiene, C Bragard, C Chang, MF Saux, R Kölliker, JM Lang, JE Leach, EL Luna, P Portier, A Sagia, J Ziegle, SP Cohen, JM Jacobs. 2021. The complete genome sequence of Xanthomonas theicola the causal agent of canker on tea plants, reveals novel secretion systems in clade-1 Xanthomonads.  Phytopathology 111:611-616 10.1094/PHYTO-07-20-0273-SC.
Huerta A, EE Delorean, AM Bossa-Castro, BW Tonnessen, C Raghavan, R Corral, ÁL Pérez-Quintero, H Leung, V Verdier, JE Leach*. 2021. Resistance and susceptibility QTL identified in a rice MAGIC population by screening with a minor-effect virulence factor from Xanthomonas oryzae pv. oryzae. Plant Biotechnol J doi: 10.1111/pbi.13438.
Trivedi P, JE Leach, SG Tringe, T Sa, BK Singh. 2020.  Plant-microbiome interactions. Nat Rev Microbiol 18(11):607-621. doi: 10.1038/s41579-020-0412-1.
Cohen S, JE Leach*. 2020. High temperature-induced plant disease susceptibility: more than the sum of its parts.  Curr Opin Plant Biol. 56:235-241 10.1016/j.pbi.2020.02.008.
[bookmark: _Hlk66111817]Perez-Quintero AL, M Ortiz-Castro, W Guangxi, JM Lang, A Rieux, S Liu, TA Chapman, C Chang, J Ziegle, Z Peng, FF White, MC Plazas, JE Leach, K Broders. 2020. Genomic acquisitions in emerging populations of Xanthomonas vasicola pv. vasculorum infecting corn in the U.S. and Argentina. Phytopathology 110(6):1161-1173 doi.org/10.1094/PHYTO-03-19-0077-R.
[bookmark: _Hlk66112136]Studholme DJ, E Wicker, SM Abrare, A Aspin, A Bogdanove, K Broders, Z Dubrow, M Grant, JB Jones, G Karamura, J Lang, J Leach, G Mahuku, GV Nakato, T Courtinho, J Smity, CT Bull. 2020. Transfer of Xanthomonas campestris pv. arecae and X. campestris pv. musacearum to X. vasicola (Vauterin) as X. vasicola pv. arecae comb. nov. and X. vasicola pv. musacearum comb. Nov. and Description of X. vasicola pv. vasculorum pv. nov. Phytopathology 110(6):1153-1160 https://doi.org/10.1094/PHYTO-03-19-0098-LE
[bookmark: _Hlk66111838]Ortiz-Castro M, T Hartman, T Coutinho, JM Lang, K Korus, JE Leach, T Jackson-Ziems, K Broders. 2020. Current understanding of the history, global spread, ecology, evolution, and management of the corn bacterial leaf streak pathogen, Xanthomonas vasicola pv. vasculorum. Phytopathology 110(6)1124-1131. doi: 10.1094/PHYTO-01-20-0018
Read, AC, MJ Moscou, AV Zimin, G Pertea, RS Meyer, MD Purugganan, JE Leach, LR Triplett, SL Salzberg, AJ Bogdanove.  2020. Genome assembly and characterization of a complex zfBED-NLR gene-containing disease resistance locus in Carolina Gold Select rice with Nanopore sequencing.  PLoS Genetics 16(1):e1008571. doi: 10.1371/journal.pgen.1008571
Dundore-Arias, JP, EA Eloe-Fadrosh, LM Schriml, GA Beattie, FP Brennan, PE Busby, RB Calderon, SC Castle, JB Emerson, SE Everhart, K Eversole, KE Frost, JR Herr, AI Huerta, AS Iyer-Pascuzzi, AK Kalil, JE Leach, J Leonard, JE Maul, B Prithiviraj, M Potrykus, NR Redekar, JA Rojas, KAT Silverstein, DJ Tomso, SG Tringe, BA Vinatzer, LL Kinkel. 2020. Community-driven metadata standards for agricultural microbiome research. Phytobiomes J doi.org/10.1094/PBIOMES-09-19-0051-P
[bookmark: _Hlk18075066]Mangalea M, E Luna, J Ziegle, C Chang, A Bosco-Lauth, R Bowen, JE Leach, BR Borlee. 2020. Complete genome sequence of Pandoraea pnomenusa TF-18, a multi-drug resistant organism isolated from the rhizosphere of rice Oryza sativa L. ssp. japonica. Microbiol Resour Announc pii: e01008-19 DOI: 10.1128/MRA.01008-19
[bookmark: _Hlk29971800]Cohen S, EK Luna, JM Lang, J Ziegle, C Chang, JE Leach, M Le-Saux, P Portier, R Koebnik, JM Jacobs. 2020. High-quality complete genome resource of Xanthomonas hyacinthi generated via long-read sequencing. Plant Disease 104(4):1011-1012 doi.org/10.1094/PDIS-11-19-2393-A
[bookmark: _Hlk18074364][bookmark: _Hlk5601553][bookmark: _Hlk28678151]Long JJ, EK Luna, M Jackson, W Wheat, CE Jahn, JE Leach*. 2019. Interactions of free-living amoebae with the rice fungal pathogen, Rhizoctonia solani. BMC Res Notes doi: 10.1186/s13104-019-4802-2
[bookmark: _Hlk29971821]Roman-Reyna V, EK Luna, C Pesce, T Vancheva, C Chang, J Ziegle, C Bragard, R Koebnik, JM Lang, JE Leach, JM Jacobs.  2019. Genome resource of barley bacterial blight and leaf streak pathogen Xanthomonas translucens pv. translucens strain UPB886.  Plant Dis. 28:PDIS05191103A. doi: 10.1094/PDIS-05-19-1103-A. 
Lang JM, AL Pérez-Quintero, R Koebnik, E DuCharme, S Sarra, H Doucoure, I Keita, J Ziegle, JM Jacobs, R Oliva, O Koita, B Szurek, V Verdier, JE Leach*. 2019. A pathovar of Xanthomonas oryzae infecting wild grasses provides insight into the evolution of pathogenicity in rice agroecosystems. Front Plant Sci 10:507. doi: 10.3389/fpls.2019.00507. eCollection.
Carvajal-Yepes M, K Cardwell, A Nelson, KA Garrett, B Giovani, DGO Saunders, S Kamoun, JP Legg, V Verdier, J Lessel, RA Neher, R Day, P Pardey, ML Gullino, AR Records, B Bextine, JE Leach, S Staiger, Tohme. A global surveillance system for crop disease.  Science. 2019. 28;364(6447):1237-1239. doi: 10.1126/science.aaw1572. 
Karim S, R McNally, A Nasaruddin, A DeReeper, R Mauleon, AO Charkowski, JE Leach, A Ben-Hur, LR Triplett. 2019. Development of automated primer design workflow Uniqprimer and diagnostic primers for the 3 broad host range plant pathogen Dickeya dianthicola. Plant Dis doi.org/10.1094/PDIS-10-18-1819-RE
[bookmark: _Hlk24528906]Cohen SP, JE Leach*. 2019. Abiotic and biotic stress induce a core transcriptome response in rice. Scientific Reports 9(1):6273. doi: 10.1038/s41598-019-42731-8
Klessig DF, M Manohar, S Baby, A Koch, WB Danquah, E Luna, HJ Park, JM Kolkman, BG Turgeon, R Nelson, JE Leach, VM Williamson, KH Kogel, A Kachroo, F Schroeder. 2019. Nematode ascaroside enhances resistance in a broad spectrum of plant pathogen systems. J Phytopathol 167:265-272. doi.org/10.1111/jph.12795
Juanillas, VMJ, A Dereeper, N Beaume, G Droc, J Dizon; JR Mendoza, JP Perdon, L Mansueto, L Triplett, J Lang, G Zhou, K Ratharanjan, B Plale, J Haga, JE Leach, M Ruiz, M Thomson, N Alexandrov, P Larmande, T Kretzschmar, RP Mauleon. 2019. Rice Galaxy: an open resource for plant science. Gigascience doi: 10.1093/gigascience/giz028. 
[bookmark: _Hlk24529253]Tonnessen, BW, A Bossa-Castro, R Mauleon, N Alexandrov, JE Leach*. 2019. Shared cis-regulatory architecture across defense response genes predicts broad spectrum quantitative resistance in rice. Scientific Reports 9:1536 DOI: 10.1038/s41598-018-38195-x
Tran TT, AL Pérez-Quintero, I Wonni, SCD Carpenter, Y Yu, L Wang, JE Leach, V Verdier, S Cunnac, AJ Bogdanove, R Koebnik, M Hutin, B Szurek. 2018. Functional analysis of African Xanthomonas oryzae pv. oryzae TALomes reveals a new susceptibility gene in bacterial leaf blight of rice. PLoS Pathog 4:14(6):e1007092. doi: 10.1371/journal.ppat.1007092.
Cohen, SP, JM Jacobs, JE Leach*. 2018. In planta bacterial transcriptomics predict plant disease outcomes. Trends Plant Sci. 23(9): 751-753. doi: 10.1016/j.tplants.2018.06.008
Long, JJ, CE Jahn, A Sanchez-Hidalgo, W Wheat, M Jackson, M Gonzalez-Jurrero, JE Leach*.  2018. Interactions of free-living amoebae with rice bacterial pathogens Xanthomonas oryzae pathovars oryzae and oryzicola.  PLoS One 13(8) : e0202941. doi: 10.1371/journal.pone.0202941
Zarei I, E Luna, JE Leach, S McClung, S Vilchez, O Koita, EP Ryan. 2018.  Comparative rice bran metabolomics across diverse cultivars and functional rice gene⁻bran metabolite relationships.  Metabolites 8(4). pii: E63. doi: 10.3390/metabo8040063
Luna E, L van Eck, T Campillo, M Weinroth, J Metcalf, AL Perez-Quintero, AM Botha, T Thannhauser, D Pappin, NA Tisserat, NLV Lapitan, C Argueso, P Ode, ML Heck, JE Leach*. 2018. Bacteria associated with Russian wheat aphid (Diuraphis noxia) enhance aphid virulence to wheat. Phytobiomes 2:151-164. https://doi.org/10.1094/PBIOMES-06-18-0027-R
Bossa-Castro A, C Tekete, C Raghavan, E Delorean, A Dereeper, K Dagno, O Koita, G Mosquera, H Leung, V Verdier, JE Leach*. 2018. Allelic variation for broad-spectrum resistance and susceptibility to bacterial pathogens identified in a rice MAGIC population. Plant Biotech J (doi: 10.1111/pbi.12895)
Cohen, S, H Liu, C Argueso, A Pereira, C Vera Cruz, V Verdier, JE Leach*. 2017. RNA-Seq analysis reveals insight into enhanced rice Xa7-mediated bacterial blight resistance at high temperature. PLoS One 12(11):e0187625. doi: 10.1371/journal.pone.0187625.
Lang J, DuCharme E, Ibarra Caballero J, Luna E, Hartman T, Ortiz-Castro M, Korus K, Rascoe J, Jackson TA, Broders K, Leach JE*. 2017. Detection and characterization of Xanthomonas vasicola pv. vasculorum (Cobb 1894) comb. nov. causing bacterial leaf streak of corn in the United States. Phytopathology. 11:1312-1321. doi: 10.1094/PHYTO-05-17-0168-R.
Leach JE*, LR Triplett, C Argueso, P Trivedi. 2017. Communication in the Phytobiome. Cell 169:587-596 DOI:  10.1016/j.cell.2017.04.025
Shidore T, J Kirkwood, C Broeckling, J Long, B Zhao, JE Leach, L Triplett. 2017. The effector AvrRxo1 phosphorylates NAD in planta. PLOS Pathogens 19;13(6):e1006442. doi: 10.1371/journal.ppat.1006442. 
Michelmore, RW, G Coaker, R Bart, GA Beattie, A Bent, T Bruce, D Cameron, J Dangl, S Dinesh-Kumar, R Edwards, S Eves-van den Akker, W Gassmann, J Greenberg, R Harrison, P He, J Harvey, A Huffaker, S Hulbert, R Innes, JD Jones, I Kaloshian, S Kamoun, F Katagiri, JE Leach, W Ma,  J McDowell, J Medford, B Meyers, R Nelson, RP Oliver, Y Qi, D Saunders, M Shaw, P Subudhi, L Torrance, BM Tyler, J Walsh. 2017. Foundational and translational research opportunities to improve plant health. Mol Plant Microbe Interact. doi: 10.1094/MPMI-01-17-0010-CR
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Annual Review of Phytopathology. 2021. J.E. Leach, S. Lindow.  Volume 57. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2020. J.E. Leach, S. Lindow.  Volume 57. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2019. J.E. Leach, S. Lindow.  Volume 57. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2018. J.E. Leach, S. Lindow.  Volume 56. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2017. J.E. Leach, S. Lindow.  Volume 55. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2016. J.E. Leach, S. Lindow.  Volume 54. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2015. J.E. Leach, S. Lindow.  Volume 53. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2014. N. Van Alfen, J.E. Leach, S. Lindow.  Volume 52. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2013. N. Van Alfen, J.E. Leach, S. Lindow.  Volume 51. Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2012. N. Van Alfen, J.E. Leach, S. Lindow.  Volume 50.  Annual Reviews, Palo Alto, CA.
Annual Review of Phytopathology. 2011. N. Van Alfen, G. Bruening, J.E. Leach.  Volume 49. Annual Reviews, Palo Alto, CA. 
Annual Review of Phytopathology. 2010. N. Van Alfen, G. Bruening, J.E. Leach.  Volume 48. Annual Reviews, Palo Alto, CA. (479 pp.)
Current Opinion in Plant Biology, issue on Translational Research for Developing and Sustainable Agriculture. 2008. Guest Editors, Andy Greenland and Jan Leach, volume 11.
Genomic and Genetic Analysis of Plant Parasitism and Defense.  2004.  S. Tsuyumu, J.E. Leach, T. Shiraishi, and T. Wolpert, (eds), APS Press, Minneapolis, MN (301 pp).
Delivery and Perception of Pathogen Signals in Plants. 2000.  N. T. Keen, S. Mayama, J.E. Leach and S. Tsuyumu (eds), APS Press, Minneapolis, MN (280 pp). 

[bookmark: _Hlk5434437]Invited Review Articles, Commentaries, White Papers, or Book Chapters (since 2000):
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Huerta AI, SP Cohen, V Verdier, JE Leach*. 2019. Molecular genetics of bacterial blight and bacterial leaf streak and their impact on future control strategies. Section 5 Chapter 4. In: Mew TW, H Hibino, S Savary, CM Vera Cruz, R Opulencia, GP Hettel, eds. Rice diseases:  Biology and selected management practices.  Los Banos (Philippines): International Rice Research Institute. PDF e-book. http://rice-diseases.irri.org
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McCluskey K, Alvarez A, Bennett AR, Bokati D, Boundy-Mills K, Brown D, Bull CT, Coffey M, Dreaden T, Duke C, Dye G, Ehmke E, Eversole K, Fenstermacher K, Geiser DM, Glaeser J, Greene S, Gribble L, Griffith MP, Hanser K, Humber R, Johnson BW, Kermode A, Krichevsky M, Lauden M, Leach J, Leslie JF, May M, Melcher U, Nobles DR, Risso Fonseca N, Robinson S, Ryan M, Scott J, Silflow C, Vidaver A, Webb K, Wertz J, Yentsch S, Zehr S. 2016.  The US Culture Collection Network lays the foundation for progress in preservation of valuable microbial resources.  Phytopathology. 106(6): 532-540 http://dx.doi.org/10.1094/PHYTO-02-16-0074-RVW
Triplett L, R Koebnik, V Verdier, JE Leach*. 2014.  The Genomics of Xanthomonas oryzae.  Pages 127-150 in Genomics of Plant-Associated Bacteria.  Edited by DC Gross, A Lichens-Park, and C Kole, Springer-Verlag Berlin Heidelberg. 278 pp
Leach JE*, H Leung, NA Tisserat. 2014. Disease and Resistance. In: N Van Alfen, editor-in-chief. Encyclopedia of Agriculture and Food Systems, Vol. 4, San Diego: Elsevier; 2014. pp. 360-374
Wang GL, Leach J, Ronald P, Leung H. 2013. Loving memories of Dr. Ko Shimamoto.  Rice 10;6(1):34. doi: 10.1186/1939-8433-6-34.
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Leach JE, R Davidson, R Mauleon, G Carillo, C Jahn, J Snelling, M Bruce, A Heuberger, H Ishihara, P Tanger, J Stephens, C Vera Cruz, and H Leung.  2010.  Genome analyses to understand durable disease resistance in rice.  Pages 73-79 in  Genome-Enabled Integration of Research in Plant Pathogen Systems.  T. Wolpert, T. Shiraishi, J. Glazebrook, (eds), APS Press, Minneapolis, MN.
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Leach, J.E., Rebecca Davidson, Bin Liu, Patricia Manosalva, Ramil Mauleon, Gay Carrillo, Myron Bruce, Janice Stephens, Maria Genaleen Diaz, Rebecca Nelson, Casiana Vera Cruz, and Hei Leung.  2007. Understanding Broad-Spectrum, Durable Resistance in Rice.  Pages 191-209 in Rice Genetics V, D S Brar, D Mackill & B Hardy, eds. World Scientific Publ. Co.
Davidson, R., P. Manosalva, C. Vera Cruz, H. Leung, J. Leach*. 2006. Expression patterns of oxalate oxidase-like genes associated with blast resistance QTL on chromosome 8 of Oryza sativa. Pages 148-152 in Biology of Plant-Microbe Interactions, Vol 5, eds. F. Sanchez, C. Quiton, I. Lopez-Lara, and O. Geiger.  IS-MPMI Press, Minneapolis.  
Carrillo, G., J. Wu, B. Liu, N. Sugiyama, I. Oña, M. Variar, B. Courtois, J.E. Leach, P. H. Goodwin, H. Leung and C.M. Vera Cruz. 2005. Association of candidate defense genes with quantitative resistance to rice blast and in silico analysis of their characteristics. Proc World Rice Research Conference, Tsukuba, Japan, 4-7 November 2004, pp 479-482.
Leach, J.E., B. Liu, P. Manosalva, C. Wu, J. Wu, A. Bordeos, J. Bai, S. Lee, M. Ryba-White, M. Bruce, S. Hulbert, C. Hopkins, C. Verz Cruz, and  H. Leung. 2004.  Dissection of durable resistance in rice.  Pages 164-173 in Tsuyumu, S., Leach, J. Shiraishi, T., Wolpert, T., editors. Genomic and Genetic Analysis of Plant Parasitism and Defense.  APS Press, Minneapolis, MN.  
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Leach, J.E., B. Liu, G. Ponciano, K. Webb, J. Wu, C. Vera Cruz, and H. Leung. 2004.  Approaches to achieve durable resistance.  Pages 263-269 in Proceedings of the XI International Congress on Molecular Plant-Microbe Interactions, St. Petersburg, Russia. IS-MPMI Press, Minneapolis, MN.
Tsuyumu, S., H. Ishihara, T. Fujikawa, J. E. Leach and G. Ponciano. 2004.  Production, secretion and function of pathogenicity-related effectors of plant pathogenic bacteria.  Pages 57-63 in Disease Resistance of Plants at Molecular Level: Research on Plant Immunity in the Post-Genome Era; Volume 19 of Plant Cell Engineering series (Japanese).  K. Shimamoto, Y. Watanabe, and T. Tsuge, eds.  Shuujun Co. Ltd. 
Ponciano, G., H. Ishihara, S. Tsuyumu, and J.E. Leach.  2003. Bacterial effectors in plant disease and defense:  Keys to durable resistance.  Feature Article.  Plant Disease 87:1272-1282.
Leach, J.E., K. Eversole, S. Gold, and S. Tolin.  Plant-Associated Microbe Genome Initiative. 2003.  Phytopathology 93:524-527. Letter to the Editor. 
Leach, J., S. McCouch, T. Slezak, T. Sasaki, and S. Wessler.  2002.  Why finishing the rice genome matters.  Science 296:45 (Letter)
Leach, J.E.  2002.  Plant-associated microbe genome initiative.  ASM News 68:529. (Letter)
Leach, J.E. and J. Shah.  2002.  Commentary on “Engineering disease resistance in plants” by Matthew A. Campbell, Heather A. Fitzgerald, and Pamela C. Ronald.  Transgenic Research  11:597-598.
Leach, J.E., K. Webb, G. Ponciano, I. Oña, M. Madamba, J. Bai, H. Leung, and C. Vera Cruz.  2002.  Pathogen fitness penalty as a predictor of durability of disease resistance genes.  Pages 222-231 in Biology of Plant-Microbe Interactions, S. Miller, A. Bent, eds.  ISMPMI Press, Minneapolis, MN.
Leach, J.E., C.M. Vera Cruz, J. Bai, and H. Leung.  2001.  Pathogen fitness penalty as a predictor of durability of disease resistance genes.  Annu. Rev. Phytopathol. 39:187-224.
Leung, H., C. Wu, M. Baraoidan, A. Bordeos, M. Ramos, S. Madamba, P. Cabauatan, C. Vera Cruz, A. Portugal, G. Reyes, R. Bruskiewich, G. McLaren, R. Lafitte, G. Gregorio, J. Bennett, D. Brar, G. Khush, P. Schnable, G. Wang, J. Leach.  2001.  Deletion mutants for functional genomics:  Progress in phenotyping, sequence assignment, and database development.  Pages 239-251 in Rice Genetics IV, G. Khush, D. Brar, and B. Hardy, eds.  IRRI Press. 
Leach, J.E., M. Ryba-White, Q. Sun, C. J. Wu, E. Hilaire, C. Gartner, O. Nedukha, E. Kordyum, M. Keck, H. Leung, and J. A. Guikema.  2001. Plants, plant pathogens, and microgravity – a deadly trio. ASGSB Bulletin 14:15-23. 
Leung, H., C. Vera Cruz, and J. Leach.  2002.  Population genetics of Xanthomonas oryzae:  applications to disease control.  Pages 257-275 in Phyllosphere Microbiology, S.E. Lindow, E. I. Hecht-Poinar, and V.J. Elliot, eds, APS Press, Minneapolis. (395 pp.).
Leach, J.E.  2001.  Hypersensitivity.  Pages 556-557 in Encyclopedia of Plant Pathology, Vol 2.  O. C. Maloy and T.D. Murray (eds).  John Wiley & Sons, Inc.
Leach, J.E., H. Leung, and G. L. Wang.  2001.  Dissection of defense response pathways in rice.  Pages 190-204 in Rice Biotechnology: improving yield, stress tolerance and grain quality.  J.  Goode, (ed), Wiley, Chichester (Novartis Found Symp 236).
Quissenbery, S and J. E. Leach.  2001.  Women in the biological sciences in land-grant universities.  Pages 133-149 in Género y Educación superior en Mexico, Reino Unido y Estados Unidos. (published in both Spanish and English) (356 pp).
Leach, J.E.  2000.  Graduate research programs enrich undergraduate education.  Pages 37-40 in:  Making Research Part of the Public Agenda. Univ. Kansas Press (MASC Report No. 104).
Leach, J. E., L.A. Lloyd, J. D. McGee, X. Wang, and J. A. Guikema. 2000. Trafficking of plant defense response compounds. Pages 240-250 in Delivery and Perception of Pathogen Signals in Plants. N. T. Keen, S. Mayama, J.E. Leach and S. Tsuyumu (eds), APS Press, Minneapolis, MN. 280 pp.

Symposia and workshops organized or co-organized (since 2010):

HOT TOPIC: The Role of Plant Health in the National Climate Change Roadmap; Special Session, APS Plant Health meetings, co-organizer, Karen Garrett; Memphis, TN; July 10, 2024
Exploring Phytobiomes.  Workshop at the Plant and Animal Genome meetings, co-organizers I Caugant, K Eversole, J. Leach. San Diego CA, January 2025.
Exploring Phytobiomes.  Workshop at the Plant and Animal Genome meetings, co-organizers I Caugant, K Eversole, J. Leach. San Diego CA, January 2024.
[bookmark: _Hlk155947498]New Tools and Perspectives for Advanced Crop Improvement: Meeting Challenges for Food Security. FFAR sponsored workshop.  Acquired funding, co-organized and taught. Oct 30- Nov 2, 2023.  CIAT, Cali, Colombia. 
Exploring Phytobiomes.  Workshop at the Plant and Animal Genome meetings, co-organizers I Caugant, K Eversole, J. Leach. San Diego CA, January 2023.
Exploring Phytobiomes.  Workshop at the Plant and Animal Genome meetings, co-organizers I Caugant, K Eversole, J. Leach. San Diego CA, January 2022.
Feeding the Planet Sustainably. NSF-sponsored workshop. Scientific Leadership Committee (Todd Jones, Jan Leach, Wayne Parrott). July 28—29, 2021 (virtual due to COVID).
Advanced Crop Improvement:  Meeting Challenges for Food Security.  Sought funding and led development, co-organization and teaching a 2 week workshop in Saint Louis, Senegal Oct 27-Nov 9, 2019.
International Phytobiomes Conference 2018.  Scientific planning committee. Montpellier, France, Dec 4-6, 2018.
Plant Genome Editing Workshop.  Co-organized/co-sponsored workshop for international audience, CSU, Ft Collins, CO, July 9-10, 2017.
Phytobiomes: Systems-Level Approaches to Improve Agricultural Productivity. AAAS 2017 Annual Meeting, co-organizers K Eversole and JE Leach. Boston, MA, February 18, 2017.
Phytobiomes: From Microbes to Plant Ecosystems.  Keystone Symposia, co-coordinators J Leach, K Eversole, J. Eisen, G Beattie, M Machado. Santa Fe, NM, November 8-12, 2016.
Exploring Phytobiomes.  Workshop at the Plant and Animal Genome meetings, co-organizers K Eversole, J. Leach, A Records. San Diego CA, January 2016.
Rice Research to Production Training Course.  Los Banos, Philippines, co-coordinated with International Rice Research Institute.  August 2015-2017.
Phytobiomes Roadmap Drafting Workshop. Noble Foundation, Ardmore, OK November 11-12, 2015.
Phytobiomes 2015: Designing a new paradigm for crop improvement. Workshop in Washington, D.C. co-organized with G. Beattie and K Eversole June 30-July 2, 2015
2015 Gordon Research Conference and Seminar on Chemical and Biological Terrorism Defense. March 8-13, 2015 in Ventura, CA. Planning Committee member 
New Approaches for Developing Disease Resistance in Cereals at The Plant and Animal Genome meetings, San Diego, CA, co-organize with Hei Leung and Sarah Davidson, January 10, 2015
Exploring Phytobiomes Workshop at the Plant and Animal Genome meetings, San Diego, CA, co-organize with Kellye Eversole and Angela Records, January 11, 2015
Understanding Phytobiomes to Improve Agricultural Productivity, Annual Meetings of the American Phytopathological Society, Minneapolis, MN; co-organized with G. Beattie, A Records, and K Eversole, August 12, 2014.
Responsible Gene Stewardship for Disease Resistance at the Plant and Animal Genome meetings, San Diego, CA, co-organize with Hei Leung and Sarah Davidson, January 11, 2014 
iPLANT workshop at CSU. Co-coordinator, Oct 28-30, 2013.
The Genetic Landscape of Wheat Rusts Plant and Animal Genome Meetings in 2013. SanDiego, CA; co-organize with Hei Leung and Sarah Davidson.
Human Pathogens on Plants – A Multidisciplinary Strategy for Research. February, 2012, MD; Co-organize with J. Fletcher, K. Eversole, and 5 others.
Harmonizing detection of Xanthomonas oryzae pathovars. May, 2012, International Rice Research Institute (Philippines) (co-taught).
Harnessing pathogen genomics to protect world grain supplies. Plant and Animal Genome Meetings in 2009, 2010, 2011, and 2012. SanDiego, CA; co-organize with Hei Leung and Sarah Davidson. 
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